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Species Target Method Sensitivity® Reference
seqguence

Phytophthora  Repetitive DNA RFLP Panabieres et al.

spp. (1989)

P. parasitica  Species-specific  Southern 1ng Goodwin et al.
repetitive DNA  hybridization (1989)

P. Species-specific  Southern Goodwin et al.

citrophthora  repetitive DNA  hybridization (1990a)

P. parasitica  Species-specific Dot blot Goodwin et al.
repetitive DNA  hybridization (1990Db)

Phytophthora  Ribosomal ITS Dot blot 1ng Lee et al. (1993)

spp. hybridization

P. Species-specific PCR 1ng Ersek et al. (1994)

citrophthora  sequence

&P.

parasitica

P. cinnamomi  Species-specific Dot blot 5 pg Judelson &
repetitive hybridization Messenger-Routh
sequence (1996)

P. cinnamomi  the cinnamomin PCR followed by 250 fg Coelho et al. (1997)
gene colorimetric

hybridization assay

P. parasitica  the parasiticein ~ PCR 100 Lacourt & Duncan
gene zoospores  (1997)

P. infestans Ribosomal ITS PCR 1~10 pg Tooley et al. (1997)

P. infestans Ribosomal ITS PCR Trout et al. (1997)

P.cinnamomi  Ribosomal ITS  Reverse dot blot Levesque et al.

hybridization (1998)

Phytophthora  Ribosomal PCR followed by Ristaino et al. (1998)

spp. DNA RFLP

Phytophthora Asymmetric PCR Scott et al. (1998)

spp. followed by SSCP

P. medicaginis Ribosomal ITS PCR Liew et al. (1998)

P. infestans Species-specific PCR 10 fg Judelson and Tooley
repetitive (2000)
sequence

Phytophthora Ribosomal ITS PCR ELISA Bailey et al. (2002)

spp.

P. infestans Ribosomal ITS PCR 1pg Jyan et al. (2002)

& “Sensitivity” indicates the minimal amount of fungal DNA detectable by the method.



